Myogenesis modelled by human pluripotent stem cells uncovers Duchenne muscular dystrophy phenotypes prior to skeletal muscle commitment by Mournetas, Virginie et al.
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Ct 
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Ct 
SEM
UBC 
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gene)
D0
Healthy 24.9 0.27
DMD 24.8 0.27
D3
Healthy 24.9 0.23
DMD 25.5 0.45
D10
Healthy 25.7 0.64
DMD 26.0 0.74
D17
Healthy 25.8 0.43
DMD 27.1 1.35
D25
Healthy 23.7 0.08
DMD 24.5 0.33
Dp71-40
D0
Healthy 24.7 0.06
DMD 26.0 0.09
D3
Healthy 25.3 0.05
DMD 26.4 0.04
D10
Healthy 23.0 0.03
DMD 24.9 0.05
D17
Healthy 26.2 0.07
DMD 26.5 0.08
D25
Healthy 26.4 0.08
DMD 24.2 0.04
Dp260
D0
Healthy 31.2 0.50
DMD 31.6 1.00
D3
Healthy 29.3 1.39
DMD 30.0 2.30
D10
Healthy 30.0 0.97
DMD 30.3 0.60
D17
Healthy 25.3 1.17
DMD 26.4 0.37
D25
Healthy 22.8 0.38
DMD 25.1 2.50
Dp412e
D0
Healthy 37.2 1.72
DMD 35.8 2.40
D3
Healthy 33.3 1.86
DMD 32.7 2.10
Dp427c
D0
Healthy 31.6 0.82
DMD 33.3 0.76
D3
Healthy 34.1 0.15
DMD 38.2 3.80
D10
Healthy 33.5 0.90
DMD 34.8 0.46
D17
Healthy 30.0 0.98
DMD 30.8 0.36
D25
Healthy 30.1 0.28
DMD 30.0 0.29
Dp427m
D3
Healthy 35.3 0.85
DMD 34.7 0.90
D10
Healthy 28.5 1.20
DMD 29.4 0.82
D17
Healthy 22.5 1.13
DMD 23.6 0.15
D25
Healthy 20.4 0.40
DMD 21.9 1.36
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BP_GO:0002062~chondrocyte differentiation (17)
BP_GO:0030198~extracellular matrix organization (30)
BP_GO:0071772~response to BMP (16)
CC_GO:0031012~extracellular matrix (54)
BP_GO:0001822~kidney development (24)
BP_GO:0001525~angiogenesis (32)
BP_GO:0001503~ossification (27)
BP_GO:0030182~neuron differentiation (83)
BP_GO:0022008~neurogenesis (94)
BP_GO:0007155~cell adhesion (104)
CC_GO:0030054~cell junction (70)
BP_GO:0006099~tricarboxylic acid cycle (13)
BP_GO:0022904~respiratory electron transport chain (26)
CC_GO:0005746~mitochondrial respiratory chain (19)
BP_GO:1990542~mitochondrial transmembrane transport (12)
BP_GO:0046034~ATP metabolic process (40)
BP_GO:0006090~pyruvate metabolic process (12)
BP_GO:0006006~glucose metabolic process (19)
CC_GO:0031966~mitochondrial membrane (67)
BP_GO:0006941~striated muscle contraction (15)
CC_GO:0005759~mitochondrial matrix (36)
BP_GO:0006163~purine nucleotide metabolic process (44)
CC_GO:0030016~myofibril (17)
CC_GO:0005739~mitochondrion (124)
BP_GO:0022008~neurogenesis (44)
BP_GO:0007155~cell adhesion (47)
BP_GO:0006418~tRNA aminoacylation for protein translation (14)
CC_GO:0005783~endoplasmic reticulum (91)
CC_GO:0005739~mitochondrion (76)
BP_GO:0022008~neurogenesis (23)
CC_GO:0030054~cell junction (108)
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GO:0007067~mitotic nuclear division (97)
GO:0003009~skeletal muscle contraction (10)
GO:0060349~bone morphogenesis (19)
GO:0051216~cartilage development (28)
GO:0035914~skeletal muscle cell differentiation (14)
GO:0014020~primary neural tube formation (20)
GO:0042692~muscle cell differentiation (40)
GO:0019827~stem cell population maintenance (19)
GO:0048332~mesoderm morphogenesis (16)
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